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AIM

To understand the epidemiology of 
cholera in light of genomic data on V. 
cholerae.

To share preliminary findings, gaps in 
the available epi and genomic data, 
and possible next steps.



OVERVIEW OF CHOLERA IN SUB-
SAHARAN AFRICA BETWEEN 1970 
- 2014

WHO reported cholera data
Global Health Observatory 

Weekly Epidemiological Records

Cholera-country year (CCY)



50 CCY’S REPORT OVER 
20,000 CASES



32 CCY’S REPORT OVER 
1,000 DEATHS



CENTRAL AND EASTERN AFRICA 
EXPERIENCE HIGHER MEDIAN 
CHOLERA DEATHS



AVAILABLE GENOMIC ISOLATE DATA 
REPRESENTS A QUARTER OF CCY’S .

• Wiell et al. “Genomic History of the Seventh 
Pandemic of Cholera in Africa.” Science. 2017

• T Events – single expanded lineage 



T1 HAS AFFECTED A REGION WITH THE 
GREATEST POPULATION (495 MILLION) 
FOLLOWED BY T9 (423 MILLION).

The World Bank 2016
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MEDIAN CASES PER YEAR BY T EVENTS 
VARY LESS THAN ANTICIPATED.
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THE DIFFERENCE BETWEEN MEDIAN 
DEATHS PER YEAR IS LESS.
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THE COUNTRIES AFFECTED MAY 
SKEW PERCEIVED IMPACT OF T.



FILLING THE GAPS
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EASTERN AFRICA



WESTERN AFRICA
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CENTRAL AFRICA
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A ROBUST, EXPANDABLE 
GENOMIC REPOSITORY OF V. 
CHOLERAE.

oIdentifying existing isolates that:
- Have not been analysed.
- Have been analysed but not yet published.

o Providing technical assistance for analyses and 
interpretation

oModeling to address existing data gaps to better 
understand regional and global trends  

o Establishing processes and SOPs to aid in 
systematic collection of isolates and genomic 
analyses, with the necessary meta-data included 



QUESTIONS LEFT TO 
ANSWER

Are T’s the most meaningful way to assign lineage 
classes? Are there other ways?

Are there specific strains to watch out for?

What is the effect of the introduction of a new strain 
in a population?

How do we translate the appearance of a genomic 
strain or wave into prospective control action?

Can we detect the emergence of a new lineage 
and assess the risk of spread/introduction into 
Africa?
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